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FIG. 2 (cont'd) 
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FIG. 3 (cont'd) 



REPLACEMENT SHEET 



RELLUC.SEQ A T G A C T T CGAA AGTTTATGATCCAGAA CA AA GGAAACGGA 40 
RLUCVER1 . SEO A T GIGIC T T C [cIa aIgIg T ffTI t a frl r A (rl r rfrlr: affair a In r\ n frl a. a[g]cg|cA 40 

A A A C G C A 40 



RLUCVER1 . SEQ A T G 
RLUCVER2 . SEQ A T G 
RLUCFINL . SEQ A T G 



C T T c[c|a A 
C T T CCA A 
C T T c|cJa A 



agtttatgatccagaa caa 
ggt|gtacgac1cc[cga[g]ca[g 

G G T G T A C G A C C C C G A G C A A 

gjg t[gJt a[c|g a[cJc c[cJga[gJcaa 



A A A C g[c 



A 40 



RLUCVER1 . SEQ T G A T 
RLUCVER2 . SEQ T G A T 
RLUCFINL. SEQ T GAT 



TGATAACTGGTCCGCAGTGGTGGGCCAGATGTAAACAAAT 



A C0G G 
A C T G G 
A C T G G 



CAGTGGTGGG C cfc 
CAGTGGTGGG c[t C 
CAGTGGTGGG c |T C 



a[g]a ' 

C A A A T 
C A A A T 



RELLUC 

RLUCVER1 . SEQ G A A 
RLUCVER2 . SEQ G A A 
RLUCFINL. SEQ G A A 



GAA^GT^CT^GA^TCATTT^ST^AA^TA^TATGATTCAGAA 

T a[c]g a [c A G C 



: g a 
: g a 
:]g a 



120 
120 
120 
120 



RELLUC.SEQ A A A C A^G C^AG A A A A T^G C |G T T_A T T_r T 1^1 A C A T G G T A A C G 160 

C a|c]g g[c]a A C G 160 

CATGGTAACG 160 

CATGGTAACG 160 



RLUCVER1 . SEQ A 
RLUCVER2 . SEQ A 
RLUCFINL. SEQ A 



RELLUC.SEQ 

RLUCVER1 . SEQ C [cl G C C T C 
SLUCVER2.SEQC T G C C T C 
RLUCFINL . SEQ C [t] G C C T C 

RELLUC.SEQ 
RLUCVER1 . SEi 
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RELLUC . SEQ I 

RLUCVER1 .SEQ AT G G G_C_AA 
RLUCVER2 . SEQ A T G G G 
RLUCFINL. SEQ A T G G G 
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FIG. 7 



REPLACEMENT SHEET 



RELLUC.SEQ AGATGTGATTGAATCATGGGATGAATGGCC F T GATATTGAA 

rlucveri . seq|g| g a[c]g t g a t|c|g a|g|t c[c]t g g g a[c]g a[g|t ggc c t g a [c~ a t [cj g a [g 
rlucver2 . seqg g a c g t g a t c g a g t cct ggg a c g a g t g g c c t g a c a t c g ag 
rlucfinl.seq[gJg aIcjg t g a t[c]g a|gJt c[c]t ggg a[cjg a|gJt g g c c t g a[cJa t[cJg a[g 



RLUCVERI . SEQ G A 
RLUCVER2 . SEQ G A 
RLUCFINL. SEQ G A 



RELLUC.SEQ GAAGATATTG C G T T G A T C A A A T C T G AAGAAGGAGAAAAAA 520 

A a[g]a 520 

A A A A 520 

A A A A 520 



G A0A 
G A T A T 
G A T A T 



CCTGATCAA 
CCTGATCAA 
ccJt G A T C A A 



G A G C 


G a[g)g A 


G| G G[c 


G A 


G 


G A G C 


G A A G A 


G G G C 


G A 


G 


G A G C 


G A A G A 


gjg g[c 


G A 


G 



RELLUC.SEQ T G G T TT T GGAGAATAACTTCTTCGTGGAAACCATGTTGCC 560 



RLUCVERI . SEQ T G G T 
RLUCVER2 . SEQ T G G T 
RLUCFINL . SEQ T G G T 



T G G A G A A0A ACTTCTTCGTGG a[g]a C C A T G C 
T [t] G AGAATAACTTCTTCG T |cj G AG A C C A T G C 

t[tJgagaataacttcttcgt[c]ga[gJaccatgIc 



RELLUC . SEQ A T C A AAAATCATGAGAAAGTTAGAACCAGAAGAATTTGCA 600 
RLUCVERI . SE0|C A G c|a a[g|a T C A T g[c|g[c|a A JlJ^j T (g| G a[g|c C [t| G a[g|g AgIt T C G C cj 600 
RLUCVER2 . SEQ a]a G C A A G A T C A T G C G G A a[a C T G G A G C C T G A G G A G T T C G C T 600 
RLUCFINL. SEQ A |A G c| a a[gJa T C A T gIcJg[gJa a[a_cJt[gJg aIgJc c[rjG a[gJg a[g|t tIcJg C [tJ 600 

ATT 

[c|t T 
[cJt T 



RLUCVER1.SEQ G CCT 
RLUCVER2.SEQ GCCI 
RLUCFINL.SEO G C [cj T 



GCATATCTTGAACCATTCAAAGAGAAAGGTGAAGTTCGTC 640 



SG A G C CCT T C A A 
G A G C c[c]t T C A A 
g aIg|c C A T T C A A 



GAGA A G G G 
GAGA A G G G 
GAGA a|gJg G 



C C 640 
AC 640 
aJc 640 



RELLUC.SEQ G T C C A A C A T TATCATGGCCTCGTGAAATCCC G T T A G T A A A 680 

RLUCVER1.SEQ g[c]c c[t]a clc c| T [g| T c[c]t G G C c[c]c g[cGa|g]aT C C C|T C| T [g1 G t[g|a A 680 

RLUCVER2.SEQ GGC C T A C C C T C T CCT GGCCTCGCG AG A T C C C T C T C G T T A A 680 

RLUCFINL.SEQ g[gJc c|tJA c |c c| T 1c| T c[cJt G G C C T C G[cJg a[gJA T C C c[t_cJt[cJg T[tJa A 680 



RELLUC.SEQ aggtggtaaacctgacgttgtacaaattgt jiva G G A A T_ T A _T_ 720 
RLUCVER1.SEQ [g|g g[c|g g[c|a a[g|c c|c|g a c g t[g|g t[g|c AfG 

RLUCVER2.SEQ G G GAG G C A A G C CCGACGTCGT C C AG 

RLUCFINL.SEQ [gJ g gIaJg g[cJa a[gjc c [cj g a c g tIcJg tIcjc aIg 



A t[c]g t[g~C|G|C|A A|c|t a[c| 720 
A T T G T C C G C A ACT A C 720 
A T T G tIccIgIcJa a[cJt a[c] 720 



RELLUC.SEQ 
RLUCVERI .SEQ 
RLUCVER2.SEQ 
RLUCFINL.SEQ A 



AATGCTTATCTACGTGCAAGTGATG A T T T ACCAAAAATGT 760 



a a[c|g c[c|t a[c|c t[c 

A A C G C C T A C C Tl 
AA[cjGc[cjTA[cJcT[a 



[t A A 
T A A 

[tja A 



A T G T 760 
A T G T 760 
A T G T 760 



RELLUC.SEQ TTATTGAATCGGATCCAGGATTCTT_T_TCCAA_T_GC_T_AT_TGT 
RLUCVERI . SEQ T 
RLUCVER2 . SEQ T 



RLUCFINL. SEQ T 



A T c|g A 
A T C G A 
A t[cJg A 



ccItgg. 

C C T G G 

c cItJg G 



T T C T t(c]t C C 
TTCTTTTCC 
TTCTTTTCC 



g c[c]a T0G T 800 
GCTATTGT 800 
GCTATTGT 800 



RELLUC. SEQ TGAAGGCGCCAAGAAGTTTCCTAATACTGAATTTGTCAAA 



RLUCVERI . SEofc G A 
RLUCVER2 . SEQ C G A 
RLUCFINL . SEcJcJ G AlG 



GCCAAGAAGT 
G c[t|a A G A A G T 
aJg c[tJa A G A A G T 



c c[c]a A 

C C T A A 
C C T A A 



RELLUC.SEQ GTAAAAGGTCTTCATTTTTCGCAAGAAGATGC_ACCTGA_T_G 
RLUCVERI . SEQ Gt[gAAGGg[cCTg]cAc|tT c ]t C [ c CAGGAGGa[cGC 
RLUCVER2 . SEQ G T G A A G G G C C T C C A C T TCAGCCAGGAGG AC G C 
RLUCFINL. SEQ G t[gJa a[gJg gIcJC T [cj C A|cJt T |C AG C| C A|gJg A|gJg a[cJg C 



C C T G a(c]g 880 
C C [a] G A T G 880 
|a]G A T G 880 



C C[? 



FIG. 7 (cont'd) 



REPLACEMENT SHEET 



RELLUC.SEQ AAATGGG 

rlucverlseqaEa t g g g^a a|g1t A C A T C A A 
RLUCVER2 . SEQ A A A T G G G T A ACT A C A T C A A 
RLUCFINL . SEQ A A A T G G G[t|a a[gJt aIcJa T C A A 



RELLUC.SEQ C A A A A A T G A A C A A 

rlucveri.seq[g]a a[g|a a|c|g A G C A G] 

RLUCVER2.SECJG A A G A A C G A G C AjG 
RLUCFINL. SEq[g| A aIgJa aIcJg A[gJc A " 



TAAA TATATETA RTCG TTCGTTGAGCGAGTTCT 920 

" ■ I 1 _ _ _ „ ^ n\r-\r rr\n\r T 0,1 0 



G A G C 
G A G C 
G A G C 



T T C G TlGlG A G C G C G T 
T T C G T G G A G C G C G T 
T T C G TlGjG A G C g[cJG T 



933 
933 



FIG. 7 (cont'd) 
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RLUCVER1 . SEQ W G 


A 


C L 


A 


F 


H Y S Y 


E 


H 


Q 


D 


K I 


K A I 


V 


H A E 


S V V 


D V 


I E S 


W D 


E 


W P 


D 


I 


E 


478 
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RELLUC.SEQ EDIALIKSEEGEKMVLENNFFVETMLPSKIMRKLEPEEFA 598 

RLUCVER1.SEQ EDIALIKSEEGEKMVLENNFFVETMLPSKIMRKLEPEEFA 598 

RLUCVER2.SEQ EDIALIKSEEGEKMVLENNFFVETMLPSKIMRKLEPEEFA 598 

RLUCFINL.SEQ EDIALIKSEEGEKMVLENNFFVETMLPSKIMRKLEPEEFA 598 



RELLUC.SEQ AYLEPFKEKGEVRRPTLSWPREIPLVKGGKPDVVQIVRNY 718 

RLUCVER1.SEQ AYLEPFKEKGEVRRPTLSWPREIPLVKGGKPDVVQIVRNY 718 

RLUCVER2.SEQ AYLEPFKEKGEVRRPTLSWPREIPLVKGGKPDVVQIVRNY 718 

RLUCFINL.SEQ AYLEPFKEKGEVRRPTLSWPREIPLVKGGKPDVVQIVRNY 718 

RELLUC.SEQ NAYLRASDDLPKMFIESDPGFFSNAIVEGAKKFPNTEFVK 838 

RLUCVER1.SEQ NAYLRASDDLPKMFIESDPGFFSNAIVEGAKKFPNTEFVK 838 

RLUCVER2.SEQ NAYLRASDDLPKMFIESDPGFFSNAIVEGAKKFPNTEFVK 838 

RLUCFINL.SEQ NAYLRASDDLPKMFIESDPGFFSNAIVEGAKKFPNTEFVK 838 

RELLUC.SEQ VKGLHFSQEDAPDEMGKYIKSFVERVLKNEQ 931 

RLUCVER1.SEQ VKGLHFSQEDAPDEMGKYIKSFVERVLKNEQ 931 

RLUCVER2.SEQ VKGLHFSQEDAPDEMGKYIKSFVERVLKNEQ 931 

RLUCFINL.SEQ VKGLHFSQEDAPDEMGKYIKS FVERVLKNEQ 931 



FIG. 8 



REPLACEMENT SHEET 



GRVER51 . SEQ A T G A T G A A |A C | G [c] G a[a]a a[g]a A [c~] G t|"g]a TfclTA|clGGfclcc[A]GAAC 40 
LUCPPLYG . SEQ A TGATGAAGAGAGAGAAAAATGTTATATATGGACCCGAAC 40 
RD1561H9 . SEQ A T G A t(a]a A g[H]g[t]g AGAAAAATG t[c]a T0T A T G G0C C [t] G a[g]c 40 

GRVER51.SEQ c[a]c t[g]c a[t]c c |a c[ t G G A A G A c[c]t[c]a C0G c[t]g g[?]g a[g]a T G C T 80 
LUCPPLYG. SEQ C CCTACACCCCTTGGAAGACTTAACAGCAGGAGAAATGCT 80 
RD1561H9 . SEQ C (t] C T \c\ C A0C c[t]t T G G a(g]g a[t]t t[g]a C0G c[c]g G [c] G AAATGCT 80 

GRVER51 . SEQ C T T c[c]g[a1g c(a]c t(g]c g[t]a A A C A t|a g[t C a [c c[ t[c]c C0C A0G c[a| 120 
LUCPPLYG . SEQ C T T C A GGGCCCTTCGAAAACATTCTCATTTACCGCAGGCT 120 
RD1561H9.SECj[g]t t(Fc]g[t]g c[?jc T [c] C g(c]a a[g]c a[c]t C T C A T T t[g]c c[t]c A0G c[c] 120 

GRVER51 . SEQ [c]t[c]g t[g]g A0G t |c g| t(g]g g[a]g A C G a |g A G c| c t[c]t C C T A0A A A G 160 
LUCPPLYG. SEQ T TAGTAGATGTGTTTGGTGACGAAT CGCTTTCC T A T A A A G 160 
RD1561H9 . SEQ T t[g]g T0G A T G T g[g]t[c]g g[c]g A0G AA T c jT t1 t [g~A~g1 c T A0A a[g]g 160 

GRVER51 . SEQ a[a]t T T T t[c]g A A G C T A c [t G T g[ c t |g t| t|g]g C [c] C AAA g[E]c T C C A 200 
LUCPPLYG. SEQ A GTTTTTTGAAGCTA C ATG C CTCCTAGCGC A A A G T C T C C A 200 
RD1561H9 . SEQ A GTTTTTTG a[g]g c[a]a c |c G t[ c[t1t[g1c t[g]g c[t]c a |g T C c| c T C C A 200 

GRVER51.SEQ [t]aattgtgg[g]tacaa[a]atgaa[c]gatgt[g]gt g Ia g c| a t[t]t g[t] 240 

LUCPPLYG.SEQ CAATTGTGGATACAAGATGAATGATGTAG T G T C G A T C T G C 240 
RD1561H9.SEQ CAATTGTG G[c]T ACAAGATGA a{c\g a\c\g T [c] G t |t A G t| a T C T G [t] 240 

GRVER51.SEQ G C0G A G A A T A A0A[cTcjG|c]T T0T T I A T I C c[Fg]t@A t|c]g C@G 280 
LUCPPLYG.SEQ GCCGAGAATAAT A A A A G ATTTTTTATTC C C A T TATTGCAG 280 
RD1561H9.SEQ G c|t]g A [a] A a[c]aATa |c C c| g[t~1t t[c]t T[c]AT T C c |AG| TfclAT[c]GcfclG 280 

GRVER51.SEQ c t t g G t a[c]a t[c]gg[c]atgattgt[c]gc(c]cctgt[g]aatga a |t c| 320 

LUCPPLYG.SEQ CTTGGTATATTGGTATGATTGTAGCACCTGTTAATGAAAG 320 
RD1561H9.SEQ c@T G G T A T A T0G G T A T 6 A T@G t|g C@C C0G t|c]a A@G a|a G 320 

GRVER51.SEQ ttacatcccagatga[g|ct[g]tgtaaggt[t]atgggtat |t a g c| 360 

LUCPPLYG.SEQ 2TTACATCCCAGATGAACTCTGTAAGGTCATGGGTATATCG 360 
RD1561H9.SEQ 20 T A C A T0C C0G A0G A A C t(g]t G T A A0G TCATGGGTA t(c]t C [?] 360 

GRVER51.SEQ A A A C C0C AAA t[c]g t[c]t T t [a c| t A c[c]a a[a)a A C A T0T t[g]a ATA 400 
LUCPPLYG.SEQ 'AAACCACAAATAGTTT T T T G T A CAAAGAACATTTTAAATA 400 
RD1561H9.SEQ 'A a[g] C C A C A0A T@G t[c]t t [c A C c| a C0A A G A A0A T t[c]t[g]a A0A 400 

GRVER51 . SEQ A G G T [c] T T G G a[a]g T [c] C A g |t C T c! g[t1a C T A A0T T C A t[c]a A a[c]g 440 
LUCPPLYG . SEQ A G G T AT T GGAGGTACAGAGCAGAACTAATTTCATAA A A A G 440 
RD1561H9. SEQ A [a] G t [c c[ t G G a(a]g t[c]c a[a)a G c[c]g{c]a c[c]a a[c]t T0A t|t]a a |g c[ g 440 

GRVER51 . SEQ @A T C A I@A I@C T§G A T A c[c]g T@G A A A A C A l[c]c A C G g|i G T 480 
LUCPPLYG. SEQ G A T C A T C A TACT TGATACTGTAGAAAACATACACGGTTGT 480 
RD1561H9.SEq[t]a T C A T C A t[c t|t[g]g a[c]a C T G t[g]g A0A A0A t[?]c A C G G T T g[c] 480 

GRVER51 . SEQ G a(g]a G \c\ C T [cj C c(t]a A [c] T t(c]a T [c] T C T C G T T a [c A G c| g A T G G0A 520 
LUCPPLYG. SEQ G A A AG T CTTCCCAATTTTATTTCTCGTTATTCGGATGGAA 520 
RD1561H9.SEQG A a|t c|t[t1t[g1c C@AATT T0A t[c]t C T C G0T AT T C0Ga(c]g g[c]a 520 

GRVER51.SEQ ATA T0G c[t]a a[?]t T C A A0C c(c]t T0C A T t [t t| g A T C c[a]g t[c]g A 560 
LUCPPLYG.SEQ A TATTGCCAACTTCAAAC C T T T ACATTACGATCCTGTTGA 560 
RD1561H9.SEQa[c]a t[c]g c[a]a ACT t[t]a A A C c [a c| t[o|c a[c]t[t]c G A0C C T G t(g]g A 560 
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REPLACEMENT SHEET 



GRVER51 . SEQ GCAAGTGGCA G C T A T [t] T t[g]t g\c\t C0T c[c]g G C A C0A C T G g[t] 600 
LUCPPLYG .SEQ GCAAGTGGCA GCTAT C T T A T G T T C G T C A. GGCACTACTGGA 600 
RD1561H9.SEq[a]c A A G i|t]gCA g c|c]a t [t c| t[g"]t G T 1a G C A G~c| g G@A C T A C T G G A 600 

GRVER51 . SEQ T T [i] C C0A A A G G T G T0A T G C a{g]a C T C A C C A0A ATA t[c]t G T G 640 
LUCPPLYG . SEQ TTACCGAAAGGTGTAATGCAAACTCACCAAAATATTTGTG 640 
RD1561H9.SEq[c]t[c]c c(a]a a|g]g g[a]g T [c] A T G C a(g]a c[c]c A0C AAA a(c]a T T T g[c]g 640 

GRVER51 . SEQ T [g] C g |t t| t[g]a T [c] C a[c]g C T [c] T [c] G A C C c |t c| g[t1g |t g| g g(t]a C0C A 680 
LUCPPLYG . SEQ T CCGACTTATACATGCTTTAGACC C C A G G G C A G G A A C G C A 680 
RD1561H9.SEQt[g]c G [t] C t[g]a T [c] C A T G C T [cj T [c] G a[t]c c |a c[ g [c~T A c| g G0A c[t]c A 680 

GRVER51 . SEQ a(t]t[g]a T§C C T G G@G T G A c|t]g t [g c1 t[g]g t[g]tATCTGCCTTt(c] 720 
LUCPPLYG. SEQ A CTTATTCCTGGTGTGACAGTCTTAGTAT A T C T GCCTITI 720 
RD1561H9.SEq[g]c t[£]a TTCCTGGTG T0A c[c]g T C T t[g]g t[c]t a [c t| t G C C T T t[c] 720 

GRVER5 1 . SEQ T T [t] C a[c]g C [c] T T T G G [t] T T C T C T A T [t] A [c] C [c] T G G G [c] T a[t]t T C A 760 
LUCPPLYG. SEQ T TCCATGCTTTTGGGT ICTCT ATA A A C T TGGGATACTTCA 760 
RD1561H9 . SEQ T TCCATGCTT T \c\ G G \c\ T t |t C a| t A t[t|a |c t[ t T G G G [t] T ACT t[?)a 760 

GRVER51 . SEQ TGGI@G g |c t| t[g]c G T G T§A T C AT G I t |t c| g[t]c g[c]t t[c]g a[H]c A 800 
LUCPPLYG. SEQ T GGTGGGTCTTCGTGTTATCATGT T A A G ACGATTTGATCA 800 
RD1561H9.SEQT G G T0G G T C t[c]c G0G t[g]a T0A T G T t[cj5]g[c]c G [t] T T T G A T C A 800 

GRVER51.SEQ a g a a g c[c]t t [c t| t[g]a a[g]g ctattc a[a]g a(c]t a[c]g a[g]g t[g]c g[t] 840 

LUCPPLYG.SEQ AGAAGCAT T T C T AAAAGCTATTCAGGATTATGAAGTTCGA 840 

RD1561H9.SEQ g]g a[g]g c[t]t t [c t! t[g]a a a g c[c]a t(c|c a[a]g attatgaag t[c]c g(c] 840 

GRVER51.SEQ |t C c| gt[g1at[c]aACGt[c|c c [t t| ca[g~1t[c1at[t~1t T GT T c[c1t (gAGC| a 880 
LUCPPLYG.SEQ agtgtaattaacgttcc a g c a a t a a t a t TGTTCTTATCGA 880 
RD1561H9.SEQ A G T G t[c]a t[c]a A C G t[g]c c |t A G C g1 t[g1a t [c c[ t G T T0T t[g]t c(t]a 880 

GRVER51.SEQ a a |t c| t cctttggttgaca a{g]t a[t]g a t[c]t |g a g c[ a g[c]t t [g c| g 920 

LUCPPLYG.SEQ A A A G T C C T T I GGTTGACAAATACGATTTAT C A A G T HA A G 920 

RD1561H9.SEQ a[g]a g[c]c c |a c| t[c]g t[g]g a c a a(g]t a c g a[c]t t(g]t c [t t c a c| t |g c[ g 920 

GRVER51.SEQ \j\g a[g]c]t G T g\E\t g(tJg G [H] G c[t)g C0C C0T t[g]g C0A AAGAAGT§ 960 
LUCPPLYG.SEQ GGAATTGTGTTGCGGTGCGGCACCATTAGCAAAAGAAGTT 960 
RD1561H9.SEQ [t]g AATTGTGTTGCGGTG C0G c[t]c C a[c]t[g]g c[t]a a[g]g a[g]g t[c] 960 

GRVER51 . SEQ G c[c]g A G G T \c\ G C [t) G j C t[ a a(g]c g [t c[ t[g|a A c[c]t[c]c c[?]g g\t\r T [c] C 1000 
LUCPPLYG . SEQ G CTGAGGTTGCA G T A A AACGATTAA AC TT GCCAGGAATTC 1000 
RD1561H9.SEQG C T G a[a]g t[g]g c[c|g 1c c| a A A C g[c]t t(g]a a |t c| t[t1c C A G g[g]a T T C 1000 

GRVER51.SEQ G C T G0G G0T TTGGTTTGA c[t]g a [g A G c[ a C T T c[?]g C T A a[c]a T 1040 
LUCPPLYG . SEQ G CTGTGGATTTG G TT T GACAGAATCTA C TTCA G C T A A T A T 1040 
RD1561H9.SEQg[t]t G T G g[c]t t[c]g g |c c[ t[c]a c[c]g A A T C T A C |C A G t ]g c[g]a[t]t A T 1040 

GRVER51 . SEQ \c\c A0A g |c T | T [g~c] G [a! G a[c]g a[g]t T T A a[g]t C0G G |t AG c| C t[g]g g[t] 1080 
LUCPPLYG . SEQ A CACAGTCTTGGGGATGAATTTA A A T C A G GAT C A C T T G G A 1080 
RD1561H9. SECj[c]c a(g]a(c]t C t(c]g G G G A T G a[g]t T T A a |g A G c| g g[c]t c |t t| t[g|g g[c] 1080 

GRVER51 . SEQ (c]g[c]g t|g]a C T C C t[c]t[t]a T G G c[?]g c[a]a a[g]a t[c]g c[c]g a |c c| g[t1g 1120 

lucpplyg . seq a gagttactc c i t t a at g g c a g c t a a a a t a g c ag a t a g g g 1120 
rdi561H9.seq[c]g[t]g t[c]a c t c c |a c! t[c]a t g g c [t] g c t a a[g]a t(c]g c(t]g a t(c]g[c]g 1120 
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GRVER51 . SEQ a\g\ A C (c] G G [c] A A A G Ca[c]tGGg[c]cCAAATCAAGt[c]gGTGAATT 1160 
LUCPPLYG . SEQ A AACTGGTAAAGCATTGGGACCAAATCAAGTTGGTG A AT T 1160 
RD1561H9.SEQA AACTGGTA a[g]g C0T T G G g[c]c c[g]a a[c]c A A G t|g]g g[c]g a |g cI t 1160 

GRVER51.SEQ [g]t G |t a| T T A a[g]g g(c]c C0A T G G T0T C0A A A G G0T ACGTGAAC 1200 
LUCPPLYG. SEQ A T G C G T TAAAGGTCCCATGG I MC G A AAGGTTACGTGAAC 1200 
RD1561H9.SEq[£]t g [t a| t[c1a A A G g[c]c c[t]a T G G t |g A G c| a a[g]g G T T A0G t[c]a a[t] 1200 

GRVER51 . SEQ A A T G t(g]g a[g]g c(c]a c[t]a A A G A A G c(c]a TTGATGATGATG g(c]t 1240 
LUCPPLYG . SEQ A ATGTAGAAGCTACCAAAGAAGCTATTGATGATGATGGTT 1240 
RD1561H9.SEQA a\E\g t[t]g AAGCTACCA a[g]g-a[g]g c(c]a t[c]g A0G a[c]g a[c]g G0T 1240 

GRVER51 . SEQ G G C T [cj C a ]t A G c[ g G0G A C T T0G G@T A C I A T G A T G i G G A@G A 1280 
LUCPPLYG. SEQ GGCTTCACTCTGGAGACTTTGGATACTATGATGAGGATGA 1280 
RD1561H9 . SEQ G g[t]t[g]c A0T C T G g[t]g A0T T T G G A T A0T a[c]g a[c]g a[a]g A T G A 1280 

GRVER51 . SEQ [a]c a[c]t TCTATGTGG t(c]g a[t]c G [c] T A C A A0G AATTGATTA a[g] 1320 
LUCPPLYG. SEQ G CATTTCTATGTGGTGGACCGTTACAAGG A AT T G A T T A A A 1320 
RD1561H9 . SEQ G C A T T T0T a(c]g T jc] G T G G a[t]c GTTACAAGG a [g c[ t G A T [cj A A A 1320 

GRVER51 . SEQ T A [c] A a[a]g G C T C T C A [a] G T [c] G C A C C [a] G C [c] G A A C T [g] G A A G A0A 1360 
LUCPPLYG. SEQT A T A A G G G CUT C AGGTAGCACCTGCAG A AC T AGAAGAGA 1360 
RD1561H9 . SEQ T A0A A G G G [t A G c| c A G G T \¥\ G C [t] C C [a] G C [t] G a |g t[ t[g1g A [g] G A G A 1360 

GRVER51 . SEQ TIT t |g c| t G A a[g]a a[c]c C [t] T G T A T C [c] G \c\ G A [c] G T [g] G C {c\ G T [c] G T 1400 
LUCPPLYG. SEQT TTTATTGAAAAATCCATGTA T C A G AGATGTTGCTGTGGT 14 00 
RD1561H9 . SEQ T T \c\ T [g] T TGAAAAATCCAT G [c] A t [t c| g[c1g A T G T fc] G C T G T G G T 1400 

GRVER51 . SEQ [g] G G T A T [Ej C C [a] G a |c t| t("g]g A A G C T G G [c] G a |g t| t G C C [t AG c] G C \c\ 1440 
LUCPPLYG. SEQT GGTATTCCTGATCTAGAAGCTGGAGAACTGCCATCTGCG 1440 
RD1561H9.SEQ[c]G G [c] A TTCCTGATC T {g\ G A [g] G C [c] G G [c] G A A C T G C C [t] T C T G C [7j 1440 

GRVER51 . SEQ T T T G T G G t[g]a A A C a[a]c C C G g[c]a A G G A G A t[c]a C [7] G C T A a[g]g 1480 
LUCPPLYG. SEQT TTGTGGTTAAACAGCCCGGA A AG G AGATTACAGCTAAAG 1480 
RD1561H9. SEQ T T \c\ G T0G t[c]a a[g]c A G C C [t] G g[t]a|c a|g A0A T T A C [c] G c[c]a A A G 1480 

GRVER51 . SEQ a[g]g T [c] T A C G A0T A T [¥) T \g\ G C C G A G [c] G [c] G T [g] T C [t] C a(c]a C [c] A A 1520 
LUCPPLYG . SEQ A AGTGTACGATTATCTTGCCG AG AG G G T CTC C CATACAAA 1520 
RD1561H9.SEQA A G T G T a[t]g ATT a[c]c t[g]g C0G a]a c|g[t]g t |g A g| C C A T A c(t]a A 1520 

GRVER51 . SEQ [a]t A T [c] T G C G T G g(c]g g[c]g T [c] C g[c]t T C G T0G A t [t C t[ a T [t] C C A 1560 
LUCPPLYG. SEQ G TATTTGCGTGGAGGGGTTCGATTCGTTG A TAG C A T A C C A 1560 
RD1561H9.SEQG T A0T T G C G T G G \E\ G G [c] G T (g] C gQt T [?] G T T G a |c T c| c A T [c] C C [t] 1560 

GRVER51 . SEQ [c]g[c]a A0G T T A C \c\ G G T A A [g] A T0A C |t c| g[t1a A [a] G a|g t|t[g]c T G A 1600 
LUCPPLYG . SEQ A GGAATGTTACAGGTAAAATTA C A A G AAAGGAAC T T C T G A 1600 
RD1561H9.SEq[c]g[t]a A0G t[a]a C A G g\c\a A A A T T A c |c c! g[c1a A G G A [g] C t |g t| t G A 1600 

GRVER51 . SEQ A G C a [a~c] t[c]c t[c]g a|a]aa 1aG c[ t |g G C G G c) 1626 
LUCPPLYG. SEQ A GCAGTTGCTGGAGAA G AGTTCTAA A C T T 1629 
RD1561H9.SEQa[a]c a|a]t T g[t]t G G [t] G A A g |g C C G G C 6 G t] 1626 
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GRVER51 .SEQMMKREKNVIYGPEPLHPLEDLTAGEMLF RALRKHSHLPQA 118 
LUCPPLYG . SEQ M MKREKNVIYGPEPLHPLEDLTAGEMLFRALRKHSHLPQA 118 
RD1561H9.SEQM0K REKNVIYGFEPLHPLEDLTAGEMLFRALRKHSHLPQA 118 

GRVER51 . SEQ L V D V@G D E S L S Y K E F F E A T0L L A Q S L H N C G Y K M S D V V S I C 238 
LUCPPLYG. SEQ L VDVFGDESLSYKEFFEATCLLAQSLHNCGYKMNDVVSIC238 
RD1561H9 . SEQ L V D V0G DESLSYKEFFEA T [v] L LAQSLHNCGYKMNDVVSIC 238 

GRVER51 . SEQ A E N 1)[i]r F F I P@I A A W Y I G M I V A P V N E S Y I P D E L C K V M G I S 358 
LUCPPLYG. SEQ A ENNKRFFIPIIAAWYIGMIVAPVNESYIPDELCKVMGIS 358 
RD1561H9 . SEQ A E N N [t] R F F I p(v]l AAWYIGMIVAPVNESYIPDELCKVMGIS 358 

GRVER51 . SEQ K P Q I V f[t]t KNILNKVLEVQSRTNFIKRIIILDTVENIHGC 478 
LUCPPLYG. SEQ K PQIVFCTKNILNKVLEVQSRTNFIKRI I ILDTVENIHGC 478 
RD1561H9.SEQK P Q I V F0T KNILNKVLEVQSRTNFIKRIIILDTVENIHGC 478 

GRVER51 . SEQ ESLPNFISRYSDGNIANFKPLH[jF]DPVEQVAAILCSSGTTG 598 
LUCPPLYG . SEQ E SLPNFISRYSDGNIANFKPLHYDPVEQVAAILCSSGTTG 598 
RD1561H9 . SEQ E SLPNFISRYSDGNIANFKPL H [F| D PVEQVAAILCSSGTTG 598 

[v]g TQLIPGVTVLVYLPF 718 
AGTQLI PGVTVLVYLPF 718 
[y]g TQLIPGVTVLVYLPF 718 



RFDQEAFLKAIQDYEVR 838 
RFDQEAFLKAIQDYEVR 838 
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L c[l]K GPMVSKGYVN 1198 

LCVKGPMVSKGYVN 1198 

L C0K GPMVSKGYVN 1198 

SHFYVVDRYKELIK 1318 

SHFYVVDRYKELIK 1318 

2HFYVVDRYKELIK 1318 

/GIPDLEAGELPSA 1438 

/GIPDLEAGELPSA 1438 



GRVER51 . SEQ FVVKQPGKEITAKEVYDYLAERVSHTKYLRGGVRFVDSIP 1558 

LUCPPLYG. SEQ FVVKQPGKEITAKEVYDYLAERVSHTKYLRGGVRFVDSIP 1558 

RD1561H9.SEQF VV K Q P G@E IT A K E V Y D Y L A E R V S H T K Y 1 R G G V R F V D S I P 1558 

GRVER51 . SEQ RNVTGKITRKELLKQLLE k |a G g| 1624 

LUCPPLYG. SEQ R NVTGKITRKELLKQLLE K S S K L 1627 

RD1561H9 . SEQ R NVTGKITRKELLKQL l[v1k |a G g] 1624 
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REPLACEMENT SHEET 




Coelenterazine Coelenteramide 



FIG. 17B 



REPLACEMENT SHEET 



GRver5.1 DNA sequence of pGL3 vectors 

ATGGTGAAACGCGAAAAGAACGTGATCTACGGCCCAGAACCACTGCATCC 5 0 
ACTGGAAGACCTCACCGCTGGTGAGATGCTCTTCCGAGCACTGCGTAAAC 10 0 
ATAGTCACCTCCCTCAAGCACTCGTGGACGTCGTGGGAGACGAGAgCCTC 150 
TCCTACAAAGAATTTTTCGAAGCTACTGTGCTGTTGGCCCAAAGCCTCCA 2 00 
TAATTGTGGGTACAAAATGAACGATGTGGTGAGCATTTGTGCTGAGAATA 25 0 
ACACTCGCTTCTTTATTCCTGTAATCGCTGCTTGGTACATCGGCATGATT 3 00 
GTCGCCCCTGTGAATGAATCTTACATCCCAGATGAGCTGTGTAAGGTTAT 3 50 
GGGTATTAGCAAACCTCAAATCGTCTTTACTACCAAAAACATCTTGAATA 40 0 
AGGTCTTGGAAGTCCAGTCTCGTACTAACTTCATCAAACGCATCATTATT 45 0 
CTGGATACCGTCGAAAACATCCACGGCTGTGAGAGCCTCCCTAACTTCAT 500 
CTCTCGTTACAGCGATGGTAATATCGCTAATTTCAAGCCCTTGCATTTTG 550 
ATCCAGTCGAGCAAGTGGCCGCTATTTTGTGCTCCTCCGGCACCACTGGT 600 
TTGCCTAAAGGTGTCATGCAGACTCACCAGAATATCTGTGTGCGTTTGAT 650 
CCACGCTCTCGACCCTCGTGTGGGTACTCAATTGATCcCTGGCGTGACTG 700 
TGCTGGTGTATCTGCCTTTCTTTCACGCCTTTGGTTTCTCTATTACCCTG 750 
GGCTATTTCATGGTCGGCTTGCGTGTCATCATGTTTCGTCGCTTCGACCA 8 00 
AGAAGCCTTCTTGAAGGCTATTCAAGACTACGAGGTGCGTTCCGTGATCA 850 
ACGTCCCTTCAGTCATTTTGTTCCTGAGCAAATCTCCTTTGGTTGACAAG 900 
TATGATCTGAGCAGCTTGCGTGAGCTGTGCTGTGGCGCTGCTCCTTTGGC 950 
CAAAGAAGTGGCCGAGGTCGCTGCTAAGCGTCTGAACCTCCCTGGTATCC 1000 
GCTGCGGTTTTGGTTTGACTGAGAGCACTTCTGCTAACATCCATAGCTTG 1050 
CGAGACGAGTTTAAGTCTGGTAGCCTGGGTCGCGTGACTCCTCTTATGGC 1100 
TGCAAAGATCGCCGACCGTGAGACCGGCAAAGCACTGGGCCCAAATCAAG 1150 
TCGGTGAATTGTGTATTAAGGGCCCTATGGTCTCTAAAGGCTACGTGAAC 12 00 
AATGTGGAGGCCACTAAAGAAGCCATTGATGATGATGGCTGGCTCCATAG 1250 
CGGCGACTTCGGTTACTATGATGAGGACGAACACTTCTATGTGGTCGATC 13 00 
GCTACAAAGAATTGATTAAGTACAAAGGCTCTCAAGTCGCACCAGCCGAA 1350 
CTGGAAGAAATTTTGCTGAAGAACCCTTGTATCCGCGACGTGGCCGTCGT 14 00 
GGGTATCCCAGACTTGGAAGCTGGCGAGTTGCCTAGCGCCTTTGTGGTGA 1450 
AACAACCCGGCAAGGAGATCACTGCTAAGGAGGTCTACGACTATTTGGCC 1500 
GAGCGCGTGTCTCACACCAAATATCTGCGTGGCGGCGTCCGCTTCGTCGA 1550 
TTCTATTCCACGCAACGTTACCGGTAAGATCACTCGTAAAGAGTTGCTGA 1600 
AGCAACTCCTCGAAAAAGCTGGCGGC 1626 



SEQ ID NO: 297 



FIG. 18A 



REPLACEMENT SHEET 



RDver5.1 DNA sequence of pGL3 vectors 

ATGGTGAAGCGTGAGAAAAATGTCATCTATGGCCCTGAGCCTCTCCATCC 5 0 
TTTGGAGGATTTGACTGCCGGCGAAATGCTGTTTCGTGCTCTCCGCAAGC 100 
ACTCTc ATTTGCCTCAAGCCTTGGTCGATGTGGTCGGCGATGAATCTTTG 150 
AGCTACAAGGAGTTTTTTGAGGCAACCGTCTTGCTGGCTCAGTCCCTCCA 2 00 
CAATTGTGGCTACAAGATGAACGACGTCGTTAGTATCTGTGCTGAAAACA 250 
ATACCCGTTTCTTCATTCCAGTCATCGCCGCATGGTATATCGGTATGATC 3 00 
GTGGCTCCAGTCAACGAGAGCTACATTCCCGACGAACTGTGTAAAGTCAT 3 50 
GGGTATCTCTAAGCCACAGATTGTCTTCACCACTAAGAATATTCTGAACA 4 00 
AAGTCCTGGAAGTCCAAAGCCGCACCAACTTTATTAAGCGTATCATCATC 450 
TTGGACACTGTGGAGAATATTCACGGTTGCGAATCTTTGCCTAATTTCAT 500 
CTCTCGCTATTCAGACGGCAACATCGCAAACTTTAAACCACTCCACTTCG 550 
ACCCTGTGGAACAAGTTGCAGCCATTCTGTGTAGCAGCGGTACTACTGGA 600 
CTCCCAAAGGGAGTCATGCAGACCCATCAAAACATTTGCGTGCGTCTGAT 650 
CCATGCTCTCGATCCACGCTACGGCACTCAGCTGATTCCTGGTGTCACCG 700 
TCTTGGTCTACTTGCCTTTCTTCCATGCTTTCGGCTTTCATATTACTTTG 750 
GGTTACTTTATGGTCGGTCTCCGCGTGATTATGTTCCGCCGTTTTGATCA 800 
GGAGGCTTTCTTGAAAGCCATCCAAGATTATGAAGTCCGCAGTGTCATCA 850 
ACGTGCCTAGCGTGATCCTGTTTTTGTCTAAGAGCCCACTCGTGGACAAG 900 
TACGACTTGTCTTCACTGCGTGAATTGTGTTGCGGTGCCGCTCCACTGGC 950 
TAAGGAGGTCGCTGAAGTGGCCGCCAAACGCTTGAATCTTCCAGGGATTC 1000 
GTTGTGGCTTCGGCCTCACCGAATCTACCAGCGCTATTATTCAGTCTCTC 1050 
CGCGATGAGTTTAAGAGCGGCTCTTTGGGCCGTGTCACTCCACTCATGGC 1100 
TGCTAAGATCGCTGATCGCGAAACTGGTAAGGCTTTGGGCCCGAACCAAG 1150 
TGGGCGAGCTGTGTATCAAAGGCCCTATGGTGAGCAAGGGTTATGTCAAT 12 00 
AACGTTGAAGCTACCAAGGAGGCCATCGACGACGACGGCTGGTTGCATTC 1250 
TGGTGATTTTGGATATTACGACGAAGATGAGCATTTTTACGTCGTGGATC 13 00 
GTTACAAGGAGCTGATCAAATACAAGGGTAGCCAGGTTGCTCCAGCTGAG 13 50 
TTGGAGGAGATTCTGTTGAAAAATCCATGCATTCGCGATGTCGCTGTGGT 1400 
CGGCATTCCTGATCTGGAGGCCGGCGAACTGCCTTCTGCTTTCGTTGTCA 1450 
AGCAGCCTGGTAAAGAAATTACCGCCAAAGAAGTGTATGATTACCTGGCT 1500 
GAACGTGTGAGCCATACTAAGTACTTGCGTGGCGGCGTGCGTTTTGTTGA 1550 
CTCCATCCCTCGTAACGTAACAGGCAAAATTACCCGCAAGGAGCTGTTGA 1600 
AACAATTGTTGGAGAAGGCCGGCGGT 162 6 



SEQ ID NO: 299 



FIG. 




REPLACEMENT SHEET 



RD1561H9 DNA sequenc of pGL3 vectors 

ATGGTAAAGCGTGAGAAAAATGTCATCTATGGCCCTGAGCCTCTCCATCC 5 0 
TTTGGAGGATTTGACTGCCGGCGAAATGCTGTTTCGTGCTCTCCGCAAGC 10 0 
ACTCTCATTTGCCTCAAGCCTTGGTCGATGTGGTCGGCGATGAATCTTTG 150 
AGCTACAAGGAGTTTTTTGAGGCAACCGTCTTGCTGGCTCAGTCCCTCCA 2 00 
CAATTGTGGCTACAAGATGAACGACGTCGTTAGTATCTGTGCTGAAAACA 25 0 
ATACCCGTTTCTTCATTCCAGTCATCGCCGCATGGTATATCGGTATGATC 3 00 
GTGGCTCCAGTCAACGAGAGCTACATTCCCGACGAACTGTGTAAAGTCAT 3 50 
GGGTATCTCTAAGCCACAGATTGTCTTCACCACTAAGAATATTCTGAACA 4 00 
AAGTCCTGGAAGTCCAAAGCCGCACCAACTTTATTAAGCGTATCATCATC 45 0 
TTGGACACTGTGGAGAATATTCACGGTTGCGAATCTTTGCCTAATTTCAT 50 0 
CTCTCGCTATTCAGACGGCAACATCGCAAACTTTAAACCACTCCACTTCG 550 
ACCCTGTGGAACAAGTTGCAGCCATTCTGTGTAGCAGCGGTACTACTGGA 600 
CTCCCAAAGGGAGTCATGCAGACCCATCAAAACATTTGCGTGCGTCTGAT 65 0 
CCATGCTCTCGATCCACGCTACGGCACTCAGCTGATTCCTGGTGTCACCG 700 
TCTTGGTCTACTTGCCTTTCTTCCATGCTTTCGGCTTTCATATTACTTTG 750 
GGTTACTTTATGGTCGGTCTCCGCGTGATTATGTTCCGCCGTTTTGATCA 800 
GGAGGCTTTCTTGAAAGCCATCCAAGATTATGAAGTCCGCAGTGTCATCA 85 0 
ACGTGCCTAGCGTGATCCTGTTTTTGTCTAAGAGCCCACTCGTGGACAAG 900 
TACGACTTGTCTTCACTGCGTGAATTGTGTTGCGGTGCCGCTCCACTGGC 950 
TAAGGAGGTCGCTGAAGTGGCCGCCAAACGCTTGAATCTTCCAGGGATTC 1000 
GTTGTGGCTTCGGCCTCACCGAATCTACCAGTGCGATTATCCAGACTCTC 105 0 
GGGGATGAGTTTAAGAGCGGCTCTTTGGGCCGTGTCACTCCACTCATGGC 1100 
TGCTAAGATCGCTGATCGCGAAACTGGTAAGGCTTTGGGCCCGAACCAAG 1150 
TGGGCGAGCTGTGTATCAAAGGCCCTATGGTGAGCAAGGGTTATGTCAAT 12 00 
AACGTTGAAGCTACCAAGGAGGCCATCGACGACGACGGCTGGTTGCATTC 1250 
TGGTGATTTTGGATATTACGACGAAGATGAGCATTTTTACGTCGTGGATC 13 00 
GTTACAAGGAGCTGATCAAATACAAGGGTAGCCAGGTTGCTCCAGCTGAG 13 50 
TTGGAGGAGATTCTGTTGAAAAATCCATGCATTCGCGATGTCGCTGTGGT 14 00 
CGGCATTCCTGATCTGGAGGCCGGCGAACTGCCTTCTGCTTTCGTTGTCA 1450 
AGCAGCCTGGTACAGAAATTACCGCCAAAGAAGTGTATGATTACCTGGCT 15 00 
GAACGTGTGAGCCATACTAAGTACTTGCGTGGCGGCGTGCGTTTTGTTGA 1550 
CTCCATCCCTCGTAACGTAACAGGCAAAATTACCCGCAAGGAGCTGTTGA 1600 
AACAATTGTTGGTGAAGGCCGGCGGT 1626 



SEQ ID NO: 301 




REPLACEMENT SHEET 



GRver5.1 protein sequence of pGL3 vectors 

MVKREKNVI YGPEPLHPLEDLTAGEMLFRALRKHSHLPQALVDWGDESL 5 0 
S YKE FFEATVLLAQS LHNCGYKMND WS I CAENNTRFF I PVI AAWY IGM I 10 0 
VAPVNE S Y I PDELCKVMG ISKPQ I VFTTKNI LNKVLE VQSRTNF IKRIII 150 
LDTVENIHGCESLPNFISRYSDGNIANFKPLHFDPVEQVAAILCSSGTTG 2 0 0 
LPKGVMQTHQNICVRLIHALDPRVGTQLIPGVTVLVYLPFFHAFGFSITL 25 0 
GYFMVGLRVIMFRRFDQEAFLKAIQDYEVRSVINVPSVILFLSKSPLVDK 3 00 
YDLSSLRELCCGAAPLAKEVAEVAAKRLNLPGIRCGFGLTESTSANIHSL 35 0 
RDEFKSGSLGRVTPLMAAKIADRETGKALGPNQVGELCIKGPMVSKGYVN 4 0 0 
NVEATKEAIDDDGWLHSGDFGYYDEDEHFYWDRYKELIKYKGSQVAPAE 45 0 
LEEILLKNPCIRDVAWGIPDLEAGELPSAFWKQPGKEITAKEVYDYLA 500 
ERVSHTKYLRGGVRFVDSIPRNVTGKITRKELLKQLLEKAGG 542 



RDver5.1 protein sequence of pGL3 vectors 

MVKREKNVIYGPEPLHPLEDLTAGEMLFRALRKHSHLPQALVDWGDESL 5 0 
S YKE FFE ATVLLAQSLHNCGYKMND WS I CAENNTRFF I P VI AAWYI GM I 10 0 
VAPVNES YI PDELCKVMGI SKPQ I VFTTKNI LNKVLEVQSRTNFIKRI I I 15 0 
LDTVENIHGCESLPNFISRYSDGNIANFKPLHFDPVEQVAAILCSSGTTG 2 00 
LPKGVMQTHQNICVRLIHALDPRYGTQLIPGVTVLVYLPFFHAFGFHITL 2 5 0 
GYFMVGLRVIMFRRFDQEAFLKAIQDYEVRSVINVPSVILFLSKSPLVDK 3 00 
YDLSSLRELCCGAAPLAKEVAEVAAKRLNLPGIRCGFGLTESTSAIIQSL 3 5 0 
RDEFKSGSLGRVTPLMAAKIADRETGKALGPNQVGELCIKGPMVSKGYVN 4 00 
NVEATKEAIDDDGWLHSGDFGYYDEDEHFYWDRYKELIKYKGSQVAPAE 45 0 
LEEILLKNPCIRDVAWGIPDLEAGELPSAFWKQPGKEITAKEVYDYLA 500 
ERVSHTKYLRGGVRFVDS I PRNVTGKITRKELLKQLLEKAGG 542 



RD1561H9 protein sequence of pGL3 vectors 

MVKREKNVI YGPEPLHPLEDLTAGEMLFRALRKHSHLPQALVDWGDESL 5 0 
S YKE FFE AT VLL AQ S LHNCGYKMND WS I C AENNTR F F I P V I AAWY I GM I 100 
VAPVNESYIPDELCKVMGISKPQIVFTTKNILNKVLEVQSRTNFIKRIII 150 
LDTVENIHGCESLPNFISRYSDGNIANFKPLHFDPVEQVAAILCSSGTTG 2 00 
LPKGVMQTHQNI CVRL IHALDPRYGTQL I PGVT VL VYL P F FHAFG FH I TL 250 
GYFMVGLRVIMFRRFDQEAFLKAIQDYEVRSVINVPSVILFLSKSPLVDK 3 00 
YDLSSLRELCCGAAPLAKEVAEVAAKRLNLPGIRCGFGLTESTSAIIQTL 350 
GDEFKSGSLGRVTPLMAAKIADRETGKALGPNQVGELCIKGPMVSKGYVN 400 
NVEATKEAIDDDGWLHSGDFGYYDEDEHFYWDRYKELIKYKGSQVAPAE 450 
LEEILLKNPCI RDVAWG I PDLEAGEL PS AF WKQPGTE I TAKE VYD YLA 500 
ERVSHTKYLRGGVRFVDS I PRNVTGKITRKELLKQLLVKAGG 542 



SEQ ID NO: 298 



SEQ ID NO: 300 



SEQ ID NO: 302 
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